Not Yet Assigned 

Amendments to the Specification: 

Please add the following new paragraph after the title of the application beginning at page 1 , line 1 : 

Cross-Reference to Related Applications 
» This application is a continuation of U. S. Application 09/563,286, filed May 3, 2000, which is a 
continuation-in-part of U. S. Application Serial No. 09/428,082, filed October 22, 1999, which claims the benefit 
of United States Provisional application 60/105,371, filed October 23, 1998, which are incorporated by 
reference herein. 

Please replace the following paragraphs and table with the following rewritten paragraphs and table: 

At page 14, replace lines 22-25, with the following: 

Figure 5 shows a synthetic scheme for the preparation of PEGylated peptide 19 (SEQ ID NO: 3) as 
prepared through intermediates having SEQ ID NOS: 1 152 through 1 155, respectively . 

Figure 6 shows a synthetic scheme for the preparation of PEGylated peptide 20 (SEQ ID NO: 4) as 
prepared through intermediates having SEQ ID NOS: 1 156 and 1 157. respectively . 

At pages 51 -52, replace Table 1 2, with the following: 



Sequence/structure 


SEQ 
(DNO: 


HSDAVFYDNYTR LRKQMAVKKYLN SILN 


590 


NIe HSDAVFYDNYTR LRKQMAVKKYLN SILN 


591 


X^ X2 


592 
1142-1151 


X,SX,LN 


593 


NH CHC0KKYX5NH CH C0X6 


594 


1 1 
(CH2)m Z (CH2)n 




KKYL 


595 


NSILN 


596 


KKYL 


597 


KKYA 


598 


AVKKYL 


599 


NSILN 


600 


KKYV 


601 


SILauN 


602 


KKYLNIe 


603 


NSYLN 


604 


NSIYN 


605 
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KKYLPPNoILN 


606 


LauKKYL 


607 


UapKKYL 


608 


KYL 


Nn 




609 


VKKYL 


610 


LNoILN 


611 


VI M01I M 

YLNolLN 


612 


KKYLN 


613 


KKYLNS 


614 


KKYLNSI 


615 


KKYLNSIL 


616 


KKYL 


617 


KKYDA 


618 


A\ll/l/\/l 

AVKKYL 


619 


MOIl Kl 

NSILN 


AA 

620 


l/i/V\/ 


621 


Oil iM 

oiLauN 


622 


NoYLN 


623 


MOI\/M 

NSIYN 


624 


KKYLNIe 


625 


KKYLPPNoILN 


626 


r\J\YL 




KKYDA 


628 


AVKKYL 


629 


NSILN 


630 


KKYV 


631 


SILauN 


632 



At pages 61-63 replace Table 20, with the following: 



Sequence/structure 


SEQ 
ID 
NO: 


Activity 


VEPNCDIHVMWEWECFERL 


1027 


VEGF-antagonist 


GERWCFDGPLTWVCGEES 


1 uot 
1141 


VEGF-antagonist 


GERWCFDGPLTWVCGEES 


1084 


VEGF-antagonist 


RGWVEICVADDNGMGVTEAQ 


1085 


VEGF-antagonist 


GWDECDVARMWEWEGFAGV 


1086 


VEGF- antagonist 


GERWCFDGPRAWVCGWEI 


501 


VEGF- antagonist 


EELWCFDGPRAWVCGYVK 


502 


VEGF- antagonist 


RGWVEICAADDYGRCLTEAQ 


1031 


VEGF- antagonist 


RGWVEICESDVWGRCL 


1087 


VEGF- antagonist 
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RGWVEICESDVWGRCL 


1088 


VEGF- antagonist 


GGNECDIARMWEWECFERL 


1089 


VEGF- antagonist 


RGWVEICAADDYGRCL 


1090 


VEGF-antagonist 


CTTHWGFTLC 


1028 


MMP inhibitor 


CLRSGXGC 


1091 


MMP inhibitor 


GXXHWGFXXC 


1092 


MMP inhibitor 


CXPXC 


1093 


MMP inhibitor 


CRRHWGFEFG 


1094 


MMP inhibitor 


STTHWGFLS 


1095 


MMP inhibitor 


CSLHWGFWWC 


1096 


GTLA4-mimetic 


GFVCSGIFAVGVGRC 


125 


GTLA4-mimetic 


APGVRLGGAVLGRYC 


126 


GTLA4-mimetio 


LLGRMK 


105 


A X' 1 / 1 lft \ /V 

Antiviral (HBV) 


1^1 l\ l^\r^\ k f^l II m^*T* A /Nl Ift Jl A K it "T*/^ 1 1 A ^ A 1 

ICVVQDWGHHRGTAGHMANLTSHASAI 


127 


C3b antagonist 


ICVVQDWGHHRCT 


128 


C3b antagonist 


CVVQDWGHHAG 


129 


C3b antagonist 


STGGFDDVYDWARGVSSALTTTLVATR 


185 


Vinculin-binding 


STGGFDDVYDWARRVSSALTTTLVATR 


186 


Vinculin-binding 


SRGVNFSEWLYDMSAAMKEASNVFPSRRSR 


187 


Vinculin-binding 


M A ft 11 • ir^ ft ft ft* A ^Nt f r^p^i ft A ft ■ ft^ri ■ 1 ft ft ft 

SSQNWDMEAGVEDLTAAMLGLLSTIHSSSR 


188 


Vinculin-binding 


ft A n ft ■ \ f^*^\. ^1 1 f ft ix 11^^ A A ^pr^ 1 p> 1 1 ■ A ft ft ft 

SSPSLYTQFLVNYESAATRIQDLLIASRPSR 


189 


Vinculin-binding 


^ A^>^Ni ft 11 (p^ 1 i * 1 ^Nr^ A A A ^"i^^Tft 1 nnft ■ ^^ft 1 ft n 

SSTGWVDLLGALQRAADATRTSIPPSLQNSR 


190 


Vinculin-binding 


p^ \ i\ #"ir 1 X 1 X 1^ 1 ■ p~ A ft » f ft f~ 1 y 

DVYTKKELIECARRVSEK 


191 


Vinculin-binding 


1 ^ ^\ M\ t\ ft ^% f A ^% ^1 1 1 #A 1 A It f ft 

EKGSYYPGSGIAQFHIDYNNVS 


192 


C4BP-binding 


ft ft 1 A /*\ r"i 1 ift\/K IK 11 f ft ft A r~/^i A fi i\ f k I 

SGIAQFHIDYNNVSSAEGWHVN 


193 


C4BP-binding 


LVTVEKGSYYPGSGIAQFHIDYNNVSSAEGWHVN 


194 


C4BP-binding 


SGIAQFHIDYNNVS 


195 


C4BP-bjnding 


LLGRMK 


279 


anti-HBV 


ALLGRMKG 


280 


anti-HBV 


LDPAFR 


281 


anti-HBV 


CXXRGDC 


322 


Inhibition of platelet 
aggregation 


RPLPPLP 


323 


Src antagonist 


PPVPPR 


324 


Src antagonist 


XFXDXWXXLXX 


325 


Anti-cancer 
(particularly for 
sarcomas) 


KACRRLFGPVDSEQLSRDCD 


326 


p16-mimetic 


RERWNFDFVTETPLEGDFAW 


327 


p16-mimetic 


KRRQTSMTDFYHSKRRLIFS 


328 


p16-mimetic 


^Pft ft ■"FP^ /■ Iftl^F^^^I l^fti^^^lXP^ 

TSMTDFYHSKRRLIFSKRKP 


329 


p16-mimetic 


RRLIF 


330 


p16-mimetic 


KRRQTSATDFYHSKRRLIFSRQIKIWFQNRRMKWKK 


331 


p16-mimetic 


KRRLIFSKRQIKIWFQNRRMKWKK 


332 


p16-minfietic 


Asn Gin Gly Arg His Phe Cys Gly Gly Ala Leu He His Ala Arg 
Phe Val Met Thr Ala Ala Ser Cys Phe Gin 


498 


CAP37 mimetic/LPS 
binding 
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Arg His Phe Cys Gly Gly Ala Leu lie His Ala Arg Phe Val Met 


499 


CAP37 mImetlc/LPS 


Thr Ala Ala Ser Cvs 




blndlna 


RIv Thr Arn nv<5 RIn Val Ala filv Trn GIv Spr Gin Arci Ser GIv 


500 


CAP37 mimetic/LPS 

^yftl \J 1 1 1 III 1 IwllW ^1 w 


GIv Ara Leu Ser Ara Phe Pro Ara Phe Val Asn Val 




binding 


WHWRHRIPLQLAAGR 


1097 


carbohydrate (GDI 






alpha) mimetic 




1098 


•2GPI Ab binding 


NTLKTPRV 


1099 


•2GPI Ab binding 


NTLKTPRVGGC 


1100 


•2GPI Ab binding 


KDKATF 


1101 


•2GPI Ab bindina 


KDKATFGCHD 


1102 


•2GPI Ab bindina 




1103 


•2GPI Ab bindina 

£.vjii 1 ryu uii iviii ly 


TLRVYK 


1104 


•PGPI Ab bindina 

1 riw tJtl lUli 1^ 


ATI DWl^fJi^ 


1 lUO 


•9r^PI Ah hinrlinn 
*^VJr 1 MU UlilUliiy 


PATI RVYl^r^G 
\jr\ I LnV T rxOVJI 


iinR 


•9(^P\ Ah hinrlinn 
^^vjri r\U Uii luii ly 


IMI l^Al AAI Al^k'll 
1 IN Lt\MLAMLMI\l\l L 


1 lU/ 


iviemDrane" 






trariQnnrtinn 
11 ai lopui ui ly 


IJW 1 


MP 


ivicmDrdric* 






tran^nnrtina 

U ul IO|JV^I III ly 






iviyrnDrdfic" 






tran^nnrtinn 

uai io|Jui III ly 


*^\A/TI MCA^^VI 1 f^l^lMI WM AAI Al^k'll 
law 1 LINoMUY LLoNlNLl\MLMMLMt\l\IL 




iviemuraric" 






tran<>nartinn 


P\/I4AVPC 
UVnAYno 


1111 

MM 


MriiiproiiTeraiivc, 






antiviral 

Ql ill VII Cll 


UVnMTnM 


i i 1 /I 
1 1 l*t 


A nt i nrol if a rsk ti\/o 
Ml UiprUMIcrallVc, 




1112 
111^ 


antiviral 

01 III VII Cll 


PV/UAPPQ 

ovriMrno 


1 1 1 c: 


A i r\ m 1 if a ra ti\ 

Mriu[jroiiicraiivc, 




1113 

1 1 1 V/ 


antiviral 

Cll III VII Cll 


PV/UADPA 
LrvnArnA 


1 1 1 u 


A ntinroliTAroti\#A 

Mniiproiiioraiive, 




1114 


antiviral 
ai luviiui 


LrVnoYno 


-1 too 


MniiproiiTerauve, 




113P 
1 1 \jC, 


antiviral 

Cll ill VII Cll 


PX/UOVDA 

UVMoYHA 


1 1o4 


AniiproiiTeraiive, 




1 1 oo 


antiviral 

Cll iLlvllCll 


PX/UODDC 

LrVnorno 


1 1 0\j 


Anil p ro I lie rail ve , 




1 1 ot 


antiviral 

Cll IIIVII Cll 


OVnornA 


TtOU 


Mnii p ro 1 lie ra ii v e , 




1 1 \J\J 


antiviral 
Gil III VII ai 


UVn 1 Yno 


H H 0-7 

1 (Of 


AnHproiiieraiive, 




113R 


antiviral 
Ql III VII ai 


CVHTYRA 


t 1 00 


Antiproliferative, 




1137 


antiviral 


CVHTPRS 




Antiproliferative, 




1138 


antiviral 


CVHTPRA 


i i >in 

1 I HU 


Antiproliferative, 
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1139 


antiviral 


HWAWFK 


4442 

mp 


anti-lschemic, growtli 
hormone-liberating 



At page 113, replace this paragraph, lines 13-25, with the following: 

The Fc portion of the molecule was generated in a PGR reaction with pFc-A3 using the primers 
1216-52 AAC ATA AGT ACC TGT AGG ATC G 

1 798-1 7 AGA GTA AGT AGG TGG AGG AGG AGG TGG AGG TTT AGG GGG 
AGA GAG GGA GAG GGT CU GTG G 

which are SEQ ID NOS: 398369 and 399, respectively. The oligonucleotides 1798-17 and 1798-18 contain an 
overlap of 61 nucleotides, allowing the two genes to be fused together in the correct reading frame by 
combining the above PGR products in a third reaction using the outside primers, 1216-52 and 1798-19. 

At page 117, replace this paragraph lines 27^28, with the following: 

The nucleotide and amino acid sequences (SEQ ID NOS: — 21 and — ^22. respectively) of the 
fusion protein are shown in Figure 16. 

At page 118, lines 25-29 and page 119, lines 1-12, replace this paragraph with the following: 

Fc-TNF-g inhibitors . A DNA sequence coding for the Fc region of human IgGI fused in-frame 
to a monomer of the TNF-a inhibitory peptide was constructed using standard PGR technology. The Fc 
and 5 glycine linker portion of the molecule was generated in a PGR reaction with DNA from the Fc- 
EMP fusion strain #3718 (see Example 3) using the sense primer 1216-52 and the antisense primer 
2295-89 (SEQ ID NOS: 444^369 and 4+43398, respectively). The nucleotides encoding the TNF-a 
inhibitory peptide were provided by the PGR primer 2295-89 shown below: 
1216-52 AAG ATA AGT AGG TGT AGG ATG G 

2295-89 GGG GGG ATG GAT TAG GGA GGG TGA GGG AGA GAG GTG TTT TTG TAG 
TGG GGG AGG AAG TGA CCA CCA GGT CCA CCT TTA CCC 

The oligonucleotide 2295-89 overlaps the glycine linker and Fc portion of the template by 22 
nucleotides, with the PGR resulting in the two genes being fused together in the correct reading frame. 
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At page 121 , lines 26-29 and page 122, lines 1-14, this paragraph with the following: 

Fc-IL-1 antagonist . A DNA sequence coding for the Fc region of human lgG1 fused in-frame to 
a monomer of an IL-1 antagonist peptide was constructed using standard PGR technology. The Fc and 
5 glycine linker portion of the molecule was generated in a PGR reaction with DNA from the Fc-EMP 
fusion strain #371 8 (see Example 3) using the sense primer 1 21 6-52 and the antisense primer 2269-70 
(SEQ ID NOS: 4442369 and 44461116. respectively). The nucleotides encoding the IL-1 antagonist 
peptide were provided by the PGR primer 2269-70 shown below: 
1216-52 AAG ATA AGT AGG TOT AGO ATG G 

2269-70 GGG GGG ATG GAT TAG AGG GGG AGA GGG TAG GGG TGG GAG TAA GGG 
GGG GTG GAT TGG AAA GGA GGA GGT GGA GGT UA GGG 

The oligonucleotide 2269-70 overlaps the glycine linker and Fc portion of the template by 22 
nucleotides, with the PGR resulting in the two genes being fused together in the correct reading frame. 

At page 122, replace this paragraph, lines 24-31 , with the following: 

IL-1 antaaonist-Fc . A DNA sequence coding for an IL-1 antagonist peptide fused in-frame to 
the Fc region of human IgGI was constructed using standard PGR technology. The template for the 
PGR reaction was a plasmid containing an unrelated peptide fused via a five glycine linker to Fc. The 
nucleotides encoding the IL-1 antagonist peptide were provided by the sense PGR primer 2269-69, 
with primer 1200-54 serving as the antisense primer (SEQ ID NOS: 444 91117 and 407, respectively). 
The primer sequences are shown below: 

At page 124, replace this paragraph, lines 22-28, with the following: 

Fc-VEGF Antagonist . A DNA sequence coding for the Fc region of human IgGI fused in-frame 
to a monomer of the VEGF mimetic peptide was constructed using standard PGR technology. The 
templates for the PGR reaction were the pFc-A3 plasmid and a synthetic VEGF mimetic peptide gene. 
The synthetic gene was assembled by annealing the following two oligonucleotides primer (SEQ ID 
NOS: 44291 1 18 and 44^41 1 19. respectively): 
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At page 124, replace this paragraph, lines 35-36, with the following: 

The two oligonucleotides anneal to form the following duplex encoding an amino acid 
sequence shown below 44g g1120 and 1121 ): 

At page 125, replace these paragraphs, lines 5-1 1 . with the following: 

This duplex was amplified in a PGR reaction using 2293-05 and 2293-06 as the sense and 
antisense primers (SEQ ID NOS: 44^51124 and 44^61125). 

The Fc portion of the molecule was generated In a PGR reaction with the pFc-A3 plasmid 
using the primers 2293-03 and 2293-04 as the sense and antisense primers 44231122 and 44241123). 
respectively). The full length fusion gene was obtained from a third PGR reaction using the outside 
primers 2293-03 and 2293-06. These primers are shown below: 

At page 126, replace this paragraph, lines 1-7, with the following: 

VEGF antagonist -Fc . A DNA sequence coding for a VEGF mimetic peptide fused in-frame to 
the Fc region of human IgGI was constructed using standard PGR technology. The templates for the 
PGR reaction were the pFc-A3 plasmid and the synthetic VEGF mimetic peptide gene described 
above. The synthetic duplex was amplified in a PGR reaction using 2293-07 and 2293-08 as the sense 
and antisense primers (SEQ ID NOS. 44271126 and 44^81127. respectively). 

At page 126, replace this paragraph, lines 8-12, with the following: 

The Fc portion of the molecule was generated in a PGR reaction with the pFc-A3 plasmid 
using the primers 2293-09 and 2293-10 as the sense and antisense primers (SEQ ID NOS. 44291128 
and 443 91129 , respectively). The full length fusion gene was obtained from a third PGR reaction using 
the outside primers 2293-07 and 2293-10. These primers are shown below: 

At page 127, replace this paragraph, lines 7-14, with the following: 

Fc-MMP inhibitor . A DNA sequence coding for the Fc region of human IgGI fused in-frame to 
a monomer of an MMP inhibitory peptide was constructed using standard PGR technology. The Fc and 
5 glycine linker portion of the molecule was generated in a PGR reaction with DNA from the Fc-TNF-» 
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inhibitor fusion strain #4544 (see Example 4) using the sense primer 1216-52 and the antisense primer 
2308-67 (SEQ ID NOS: 444^369 and 44^41130. respectively). The nucleotides encoding the MMP 
inhibitor peptide were provided by the PGR primer 2308-67 shown below: 

At page 128, replace this paragraph, lines 1-8, with the following: 

MMP Inhibitor-Fc . A DNA sequence coding for an MMP inhibitory peptide fused In-frame to the 
Fc region of human IgGI was constructed using standard PGR technology. The Fc and 5 glycine 
linker portion of the molecule was generated In a PGR reaction with DNA from the Fc-TNF-* inhibitor 
fusion strain #4543 (see Example 4). The nucleotides encoding the MMP inhibitory peptide were 
provided by the sense PGR primer 2308-66, with primer 1200-54 serving as the antisense primer (SEQ 
ID NOS: 44321131 and 407, respectively). The primer sequences are shown below: 
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This listing of claims will replace all prior versions, and listings, of claims in the application: 

1 . (currently amended) A composition of matter of the formula 

(x^),-r-{x\ 

and multimers thereof, wherein: 
is an Fc domain; 

X' and X' are each independently selected from -(L^),-P\ -(L^ VP^-(L'), -P', -(L^),-P'-(LVP'- 

(LVP^ and .(U),.PXLVPML\-P^-{LVP* 

P\ P\ P^ and P* are each independently randomized AGP-3 bindino peptide sequences of 
pharmacological l y active popt i dos ; 

l\ L^ and are each independently linkers; and 

a, b, c, d, e, and f are each independently 0 or 1 , provided that at least one of a and b is 1 and 
wherein "peptide" refers to molecules 2 to 40 amino acid and wherein neither X^ nor X^ is a native 
protein . 

2. (original) The composition of matter of Claim 1 of the formulae 

x^-r 

or 

r-x^ 

3. (original) The composition of matter of Claim 1 of the formula 

FXL^),-P\ 

4. (original) The composition of matter of Claim 1 of the formula 

r-(L^),-PMLVP'. 

5. (original) The composition of matter of Claim 1 wherein F^ is an IgG Fc domain. 

6. (original) The composition of matter of Claim 1 wherein F^ is an lgG1 Fc domain. 

7. (original) The composition of matter of Claim 1 wherein F^ comprises the sequence of SEQ ID NO: 2. 
8: Claims 8 - 51 (canceled). 
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